Phenobox

Plant Microbe Interactions — University of Basel




Automated picturing

Each plant is identified by a unique QR code
and phtographed from different angles




Automated phenotyping

Each photo is processed by a automated image analysis algorithm

to measure around 200 phenotypic features
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Phenotyping output

The image analysis results are stored in a table format

for further downstream analysis

MantiD Condtion Spedes

000F ctrd Maire
60 001 anr Mure
120 001 cinl Mare
130 2001 ctrl Maire
240 001 and Mare
3200200 oad Mare
0002 ctr Maire
60 002 oan Mare
120 002 cinl Mare
150 2002 ctrl Malre
240 002 an Maure
200 w002 oad Mare
0003 ctrd Maire
60 003 anr Mure
120 003 ad Mase
150 2003 ctr Maire
240 003 anr Mure

Genotype  leaf count leaf curvature svg  leaf curvature sem  leaf length mean [pa]  leaf length sum [pa)
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Example of a downstream analysis

The image analysis results are used to distinguish different plant species

Individuals - PCA
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4 ' * median per plant for each feature
i L .
| * z-score transformation
' « PCA
' " * k-mer classification with PC’s > 90% of variation

Dim1 (59.7%)



